Key indicators: single-crystal X-ray study; T = 193 K; mean (C-C) = 0.002 Å; R factor = 0.046; wR factor = 0.123; data-to-parameter ratio = 17.8.
Related literature
For the crystal structure of the unsubstituted quinolixalin-2(1H)-one, see: Padmaja et al. (1987) ; Stę pień et al. (1976) . = 87.845 (2) V = 784.23 (4) Å 3 Z = 2 Mo K radiation = 0.08 mm À1 T = 193 K 0.60 Â 0.20 Â 0.10 mm
Data collection
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